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23,000 m?, 300 staffs, 300 students
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Industrial
Biotechnology




35,100 strains

2,900 patent strains

1ISO 9001

Sequencing all strains




Research Network of

Applied Microorganisms

Chinese Academy of Sciences
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v 15 CAS institutes % 23 network labs %108 research groups



Central Node

¢ Affiliated with IMCAS

¢ Director: HUANG LI

¢ Technology platform
> Culture collection
> Information center
» Microbial technology platform

¢ Standardized management system
> Methods for identification
» Data standard for microbial information
> Management of IP-related issues
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Industrial Microbiology Node

South Node

¢ Affiliated with Institute of
Plant Physiology & Ecology

¢ 3 Labs:
¢ Bio-fuel
¢ Secondary metabolite
¢ Food microbes

North Node

¢ Affiliated with Tianjin Inst. of
Industrial Biotechnology

¢ 4 Labs:
¢ Energy microbes
¢ Food microbes
¢ Material microbes
¢ Bio-active materials




e

Environmental Microbiology Node

™

South Node

¢ Affiliated with Chengdu
Institute of Biology

¢ Labs:

¢ Treatment and
utilization of waste
water

¢ Mechanism and
technology of
environmental bio-
recovery

North Node

¢ Affiliated with IMCAS
¢ Labs:

¢ Hydro-microbiol.genetics

¢ Degradation of contaminant

and bio-recovery

¢ Treatment and utilization of
waste water

¢ Monitoring and evaluation
of environmental microbes




¢ Affiliated with Wuhan
Institute of Virology

¢ Labs:
¢ Earth microbes
¢ Anti-worms microbes

¢ Eatable, durg and
applied fungi
¢ Biological fertilizer

¢ Plant pathogen and
applied microbes

RREARARI




Marine Microbiology Node

¢ Affiliated with South China
Sea Institute of Oceanology

¢4 labs:

¢ Secondary metabolism
and genetics

¢ Disease control
¢ Extremophiles
¢ Coastal microbes
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Main Works in Information Center
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Data standards

¢ Data to collect:
v Microbial Resources
v Functional Data : sequence, application, ...... etc
v Administration data : staff, equipment, contract

v Research result data : paper, patent, biotechnology
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Streptosporangium amethystogenes subsp. fukuiense
Streptosporangium carneum
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Pseudonocardia aini
RNAM Industry 00001
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Input of CGMCC current data

Streptosporangium violaceochromogenes
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The Collections in CAS Institutes
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27/32

105
46
2

150/350

754/133
72/10
32/3
230/15
4245/3174

18/12

18/3
10/4

19076/5736

18000/1000
3800
23/12

18
70/1130

160/650
8/
38/4
35/10
86/890

1/0

22247/3699

6400/500
3300

1/

50/1500
5/
3/1

513/3981
165/24

10437/6006

3777/500

1/0
11/0
1/0

35/198
23/4

6/0
134/260

121/2

5/0

4118/964



Network Labs in CAS

7 e Bacteria | Actinomyces Fungi Algae
RNHEA 1710
YEEFR 754 50 160 12
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EREYIE 6 1 95
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At EEEYA 18 165
¥ YR 581 3381 5891




Structure of Microbial Resources System
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4 GENOME VIEW

Search View

In this demo., only elements in beginning 60 KB are shown

Display length: 525709 |Z| Apply Color theme: LS‘t,andaﬂ‘l vJ B cos W gene W O rRNA [l OtRNA

View detailed | from: 1 |j to: | 100 iij

NC_ 008800, S257091 bp, Bacillus thuringiensis str. Al Hakam, complete genome.
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ClustalW Run ClustalW ‘\\\

Protein Sequences

Enter several protein seguences in FasiA format

*np_ 607966 putative SalK homologue [Streptococcus pyogenes MEBASEZ3Z]. "
MIRIKNITESKF PG TAI ILLOOLIAL L ILVYNRENLELLEF SEKVALVMTLIDTAF IWLATILROQEQGDIFER
ITSI IS TIWOY LY SV LTRGTPLEPL S SCLO I TLLYCY TVEITHL ILYCHEQFEDELDEGLLITIFVEITELE

VHRILFNFLEFLMVETILHLY PLLVIVLYYRESFROOISVVRRELILFSLLLLVILGSELYGEMLDVNQAFNNL o

GWYLFPLIMSVIYYFETIHL

CLVVISCIPYYLENSKONELD np_ﬁﬁSdSﬂ: ——————————————————————————————————————————————— MTLI AFIWLATI IF IISIISLT
np_B802908: MIRIENITESKEFFGTAIILLOQLIATLIL SLLFS ALVMTLIDTAFIWLATI IFERITSIISLT

Or enter filename: ( Choe NP_607966 3 HIIIEI:ISﬁFGTAIILLQQLIBLLILmSLLFS ALVMTLIDTAFIWLATI IFERIISIISLT
np 665450: IWQYLVSVLI LFLSSGLOIILLYC ITHNLILYGHEQF LLITTFVSITSLF ILFNFLFLMVFTI
np 802908: IWQYLVSVLI LFLSSGLOIILLYC ITHLILYGHEQF LLITIFVSITSLF ILFNFLFLMVFTI
np 607966: IWQYLVSVL LFLSSGLOIILLYC ITHLILYGHEQF LLITIFVSITSLF ILFHNFLFLMVFTI

np 665450: LELYPLILVIVL SF I5 SLILFSLLLLVILGSELY! AFNNLGWYLFPLIMSVIYYFETIH sF
np 802908: LELYPLILVIVL SF I5 SLILFSLLLLVILGSELY! AFNNLGWYLFPLIMSVIYYFETIH sF
np 607966: LHEHLYPLIVIVL 5F I8 SLILFSLLLLVILGSELY AFHNLGWYLFPLIMEBVIYYFETIH 8F

IELLFLLLILCWVVLI LLFFIIVBASTLFGLVVISCIF S NYF
IELLFLLLILCWVVLI LLFFIIVDASTLFGLVVISCIF S NYF
TELLFLLLILCWMVL LLFFIIVBASTLFCLVVISCIF S NYF
np_665450: sSNITRGFI VSGI
np_802908: SNITRGFI VSGI

np_607966: SNITHGFI VSGI

SHTLLYFHNCS SPYGDT I INHAT IRLSLTIQSDIIIIEES
SHTLLYFHNCS SPYGDT I INHAT IRLSLTIQSDIIIIEES
SHTLLYFHNCS SPYGDRI I INHAT IRLSLTIQSDIIIIEES

np_665450:
np_B802908:
np 607966 ¢

np 665450:
np B02908:
np 607966

np_ 665450:
np 802908:

\\\‘ np 607966:
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Analysis of Papers and Patents

® Grasp international and domestic development

Compare and analyze the strategic planning, research proposals and policy
Study and forecast development tendency of basic research, product and
marketing

Back up the strategic planning, scientific research and development with policy

and informational support

» Co-Authorship Network Based on SCI Publications
» Co-Citation Network Based on SCI Publications

» Co-Occurrence Topics Based on SCI Publications
» Citation Tree Based on US Patent Applications

» Research Landscape Based on US Patent Applications
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Visualization Analysis of Publications/ Patents
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Visualization Analysis of Publications/ Patents

/) Ostrom E, 2008, UNDERSTANDING | DIVE
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Co-Citation Network Based on SCI Publications
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Visualization Analysis of Publications/ Patents
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Visualization Analysis of Publications/ Patents

Research Landscape Based on International Patent Applications
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Research Metwork for Applied Microbiology
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Asian Consortium for the
Conservation and

Sustainable use of

Microbial Resources
(ACM)




Member countries of ACM

Cambodia China Indonesia
Japan
Malaysia Mongolia Myanmar

Philippines Thailand Vietnam /




/ OECD Guideline

P mmssssmms) minimum dataset (MDS)

information

Recommend dataset

Register User

Information Information

CGHCCEChinaHQQEE] , China General Microbiological Culture Collection Center

NBRC PEEE“ z ; 13113 l » NITE Biological Resource Center
I{CTC! Korea H 5466 I »  Korean Collection for Type Cultures
ECC! Thailand " lﬂEE! *  BIOTEC Culture Collection
w Philippine National Collection of Microorganisms
M The UNILAB Clinical Culture Collection
k—c—u—lHCC_HHH Pilipinas)(6231 Microbial Culture Collection - Museum of Natural History
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Prototype of Asian BRC Network

The Network Task Force is headed by Dr. Ken-Ichiro SUZUKI

Data Transfer Program Data Transfer Program

CGMCC
In house DB

NBRC
In house DB

(CGMCC) OECD Data Standard (NBRC)

In house DB

Data Transfer Program Data Transfer Program




ihelNetworkiforfAsianiBiologicallResourcelCenters)

Strain number:
Genus Name:

Species epithet:

OcGMcC ONBRC OKCTC OBCC |

Other collection numbers: | |

Status:

History:

Organism Type:

Database List:

O Type strain O Reference strain

@Al Oarchaeson O Bacterium  OFungus OYeast COAlga
Ovirus O Plasmid

CGMCC(China): NBRC(Japan): KCTC(Korea): BCC(Thailand):

PNCM(Pilipinas): UL(Pilipinas): MCC-MNH(Pilipinas):

Advanced search Administration

participant organizations:

China General Microbiological Culture Collection Center{CGMCC)
MNITE Biclogical Resource Center{ NBRC)

Korean Collection for Type. Cultures (KCTC)

BIOTEC Culture Collection (BCC)

The UNILAB Clinical Culture Collectioni (UL)

Philippine National Collection of Microorganisms (PNCM)

Microbial Culture Collection - Museum of Natural History (MCC-MNH)




CGMCC(China)(9958) ~

ID | Strain number Genus Name Species epithet History
1 |cgmecc 1.2904 Zymobacter palmae <-DSMZ DSM 10491
2 |cgmcc 2.1915 Zygosaccharomyces rouxii <-IFFI IFFI 1712
3 |cgmcc 2.1914 Zygosaccharomyces rouxii <-IFFI IFFI 1711
4 |cgmcc 2.1913 Zygosaccharomyces rouxii <-IFFI IFFI 1710
5 |cgmcc 2.1912 Zygosaccharomyces rouxii <-IFFI IFFI 1709
& |cgmcc 2.1911 Zygosaccharomyces rouxii <-IFFI IFFI 1708
7 |cgmecc 2.1522 Zygosaccharomyces rouxii <-Japan 5-96
8 |cgmcc 2.1521 Zygosaccharomyces rouxii <-Japan 5-9
9 |cgmcc 2.1529 Zygosaccharomyces bisporus <-BCRC(Taiwan) CCRC 21725
10 |cgmce 2.1452 Zygosaccharomyces bailii <-AKU AKU 4129
First Prev Next Last

NBRC(Japan)(13113) +~
ID Strain number Genus Name Species epithet History
1 NBRC 101873 Sphingomonas sp. NITE <- Kyowa Hakko Kogyo Co., Ltd. (AEG)
2 'NBRC 101872 | Rhodanobacter sp. MNITE <- Kyowa Hakko Kogyo Co., Ltd. (YW2-3)
3 NBRC 101871 Rhizobium sp. NITE <- Kyowa Hakko Kogyo Co., Ltd. (AE15S)
4 NBRC 101870 |Rhizobium sp. NITE <- Kyowa Hakko Kogyo Co., Ltd. (AE9)
5 NBRC 101869 Bacillus sp. NITE (T. lino, Kis24-6)
& NBRC 101853 Cryptococcus  pseudolongus NBRC (T. Sakamoto, 504-01-02)
7 NBRC 101852 Guehomyces pullulans MBRC (T. Sakamoto, 504-06-05)
& NBRC 101851 Guehomyces pullulans NBRC (T. Sakamoto, 504-04-07)
9 NBRC 101850 Trichosporon  porosum NBRC (T. Sakamoto, 504-06-10)
10 NBRC 101849  Trichosporon porosum MBRC (T. Sakamoto, S04-01-02)




KCTC(Korea)(5394) ~

ID Strain number Genus Name Species epithet History

1 KCTC 17647 Bulleribasidium oberjochense <- CBS

2 KCTC 17654 Candida friedrichii < - NCAIM

3 KCTC 17649 Ogataea falcaomoraisii < -CBS

- KCTC 17652 Starmerella bombicola <- CB5

5 KCTC 17646 Ascobotryozyma americana <- CBS

3] KCTC 17645 Ascobotryozyma cognata <- CBS

7 KCTC 17644 Botryzyma mucatilis

8 KCTC 17648 Occultifur externus <- CB5
E KCTC 17650 Papiliotrema bandonii <- CBS

10 |KCTC 17651 Starmerella meliponinorum <- CBS

First Prev Next Last
BCC(Thailand)(1088) ~

ID Strain number Genus Name Species epithet History

1 BCC 18357 Penicillium sp. <---- 1.J. Luangsa-ard, TR0O0189
2 BCC 18354 Penicillium sp. <---- 1.J. Luangsa-ard, TRO0152
3 BCC 18353 Penicillium sp. <---- 1.J. Luangsa-ard, TRO0151
4 BCC 13349 Penicillium sp. <---- 1.1. Luangsa-ard, TR00147
5 BCC 18347 Penicillium sp. <---- 1.J. Luangsa-ard, TRO0091
& BCC 13340 Penicillium sp. <---- 1.1, Luangsa-ard, TR00233
7 BCC 18339 Penicillium sp. <---- 1.J. Luangsa-ard, TR0O0232
8 BCC 138336 Penicillium sp. <---- 1.1, Luangsa-ard, TR00229
9 BCC 18331 Penicillium sp. <---- 1.J. Luangsa-ard, TR00222
10 BCC 18329 Paecilomyces sp. <---- 1.1. Luangsa-ard, TR00220

First Prev Next Last
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File Edit View

Favorites Tools Help

.ﬂ? < [@sear

{= Strain Info — Nicrosoft Internet Ezplorer

about bl ank

Strain Number:
Genus Name:
Species epithet:
Data of accession:
Depositor:
History:

Medium Number:
Growth temp.:
Form of supply:
Source of Isolation:
Geographic origin:
Organism Type:

Japan: NBRC 101873
MBRC 101873
Sphingomonas

sp.

17-05-2006

Mika Kaneyasu & Yasuyoshi Nakagawa, AE6
NITE <- Kyowa Hakko Kogyo Co., Ltd. (AEG)
849

25

Freeze-dried

intact leaf

Japan

Bacterium

Close Window

11
LR B 50 - (Taiwan)

|

b Co., Ltd. (AE6)

b Co., Ltd. (YW2-3)
b Co., Ltd. (AEL5)

b Co., Ltd. (AE9)

& 100% v

I:{; e Internet

| DT
NEBRC 101852
MNBRC 101851

Ly DOOLULLTS
Guehomyces
Guehomyces

pullulans
pullulans

Peenao e e LT, Sonanoy, sorol-02)
NBRC (T. Sakamoto, S04-06-05)
NBRC (T. Sakamoto, S04-04-07)

jawvaseript:show [ Tapan',

“HEEC 101873 );

Internet

& 100%

-



e

Asian Catalogue of Cultures

Original Site

AS 3.2458
Original site

AS 3.2459
Original Site

AS 3.2462
Original Site

AS 3.2703
Original Site

AS 3.3382
Original site

ASs 2.3389
Original 5ite

AS 3.3538
Original site

AS 3.55

first 12345678910 end go to:

Absidia atrospora 2002

Accession: 2002 IFO 9471 <- Hiroshima
Jogakuin College (H. Maganishi)
Reference: 2423

Cultivation: medium 1, 25

Absidia coerulea Bainier

Accession: +S5I10C — Czechoslovakia
Cultivation: medium , 25

Accession: +SI0C « Czechoslovakia
Cultivation: medium , 25

Accession: DM, IMAS 5224b
Cultivation: medium , 25

Accession: DM, IMAS 6365
Cultivation: medium , 25

Accession: DM, IMAS No.6344

Source: The strain isolated from soil, Nanjing,
China

Cultivation: medium , 25

Accession: DM, IMAS 52253

Source: The strain isolated from alkaline sail,
Anda, Jilin, China

Cultivation: medium , 25

Accession: «DM, IMAS MO38-NOO1
Source: The strain isolated from maize field
soil, Beijing

Cultivation: medium , 25

MNBRC 4427
Original Site

MBRC 4435
Original site
NBRC 5301

Original Site

MNBRC 5302
Original site

AS 3.2461
Original Site

As 3.2501
Original site

AS 3.27

Original Site

ASs 3.2705
Original site

(17390)

Accession: 2002 IFO 4427 «<- FAT <- CLMR <-
CBS
Cultivation: medium 1, 25

Accession: 2002 IFO 4435 <- HUT <- CLMR «-
CBS <- AF. Blakeslee

Application: Gallic acid: production from
tannins

Cultivation: medium 1, 25

Accession: 2002 IFO 5301 <- NI 1009 <- CBS
= BCRC 30897 ; JCM 5400
Cultivation: medium 1, 25

Accession: 2002 IFO 5302 <- NI 1010 <- CBS
=1CM 5601
Cultivation: medium 1, 25

Absidia corymbifera (Cohn) Saccardo et Trotter

Accession: —DM, IMAS 134
= Absidia lichtheimi
Cultivation: medium , 25

Accession: «—DM, IMAS 4820
= Absidia lichtheimi
Cultivation: medium , 25

Accession: —GSRICI 27

= Absidia lichtheimi

Source: The strain isolated from koji, Qindao,
China

Cultivation: medium , 25

Accession: «—DM, IMAS 6358
= Absidia lichtheimi
Cultivation: medium , 25




Institute of Microbiology, Chinese Academy of Sciences
BioResources database management system

List Add| Search | Stats | Users | Add User | Tools = | Help| Logout

Data List (9958)
first 12345678910 last goto] |

Strain Number g [Genus Name [Species epithet |Source of Isolation Manage
[Jcgmec 5.985 Trametes hirsuta FEIH- A Edit Del Copy
[Jecgmcec 5.965 Daedalea dickinsii Edit Del Copy
Cecgmec 5.914 Piptoporus betulinus Edit Del Copy
Ccgmec 5.853 Agaricus blazei Edit Del Copy
Ocgmece 5.852 Agaricus blazei Edit Del Copy
[cgmec 5.7617 Fomitopsis pinicola Edit Del Copy
[dcgmece 5.1000 Trametes hirsuta e Edit Del Copy
Clcgmec 5.0998 Trametes hirsuta B Edit Del Copy
[Jecgmec 5.0996 Trametes versicolor Edit Del Copy
Cecgmec 5.0992 Trametes versicolor B Edit Del Copy
Oecgmee 5.0988 Trametes versicolor oA Edit Del Copy
[Jcgmec 5.0987 Trametes versicolor B+ Edit Del Copy
dcgmee 5.0972 Trametes pubescens Edit Del Copy
Clcgmec 5.0969 Trametes versicolor FEIFEAE Edit Del Copy
Ccgmee 5.0966 Trametes versicolor 15 Edit Del Copy
Ccgmee 5.0960 Trametes versicolor Edit Del Copy
Oegmee 5.0949 Trametes versicolor HefEA Edit Del Copy
Ccgmec 5.0947 Trametes versicolor F2EA Edit Del Copy
CJcgmec 5.0946 Trametes hirsuta B+ Edit Del Copy
[Jecgmcec 5.0943 Trametes hirsuta Edit Del Copy

[ Delete selected data ]




Add

Fields Infomaction

sth Strain munber
Strain number: * gn CEBlTiE
e — spn Species epithet
Species epither: | doa Data of accession
Data of accessio | depositar depositor
il occh Other collection mumbers

rest Restrictions
Other collection | stat [

his History
Restrictions: mn Medium Number
Status:
History: tem Growth temp.
Medium Number: ]ight LIGHT
Grgwth temp. gas GAS

C t]:l-"

Transfer you

Li$t AdﬂXlWL
- Teggt file( fields are, gelgqlrated by tab key)

xMm| File: ° M}YSQL

e Oracle

Othgr grovgh condition

r.in-I ouse data into ABRCN:

Source of Isolation

Geographic country

Organism Tvpe

Other names

svar Serovar
. sqnt
1ot Mutant
- EEITOT e e
Tel:+f
host Substrate or host

litn

Literature




Institute of Microbiology, Chinese Academy of Sciences
BioResources database management system

Institute name: |Institute of Microbiology, Chinese Academy of Sciences |

cgmece

Contact person: IMr. Yuguang ZHOU

zhouyg@sun.im_ac.cn

Address 1: Bei yi tiao No 13 |

Zhong Guan Cun Beijing, 100080 P.E. China

Phone: +86-10-62542758

+86-10-62542758

If networlk connect, the data will be send to the BRC network,

Submit | [ Reset

Bei yi tiao No.13
Zhong Guan Cun Beijing, 100080 P.R. China

Tel:+86-10-62542758 Fax:+86-10-62542758 Email:Mr. Yuguang ZHOU<zhouyg@sun.im.ac.cn>
2006 Ver:1.0 Documentation




http://www.abrcn.net/cgmcc

Strain number: |:|

Genus Name:

|
Species epithet: | |
|

Status: ® Type strain O Reference strain

Other collection numbers:

History: | |

@Al OCArchaeson OBacterium OFungus QOvYeast OAlga

Organism Type:
L 15 Cvirus O Plasmid

| Search | | Reset | advanced search Administration Abren.net

Bei yi tiac No.13
Zhong Guan Cun Beijing, 100080 P.R. China
Tel:+86-10-62542758 Fax:+86-10-62542758 Email:Mr. Yuguang ZHDU-::zhnun_.rg@sun.im.ac.cn‘:—v
©2006




Institute of Microbiology, Chinese Academy of Sciences

BioResources database management system

List | Add | Search Stats | Users Add User Tools = | Help | Logout

Exported files

MName Time Size Manage
1e03b545262fd451a81ab88505e1fa78.xml 2009-10-20 15:17:50 4172266 Download Delete
2677th896c5107dansf297fda30791f00.csv 2008-11-03 15:33:25 1409089 Download Delete

C7228683el1353199a2adc3dadecaz25c.xt 2008-11-03 15:32:23 2672460 Download Delete

Strain number
Data of accession
Restrictions
Medium Number
GAS

[¥] Source of Isolation
[¥] Organism Type
[]Mutant

[ Literature
[]Species code
Format:

Order by:

Mumber:

Data List::Export Data

[¥] Genus Name [v] Species epithet

[v¥] depositor [v] Other collection numbers
Status History

Growth temp. LIGHT

[¥] Other growth condition Form of supply

[v] Geographic country [v]l Geographic origin

] Other names [l serovar

[]Genotype [l Substrate or host

] Applications [l sequence

@ Excel cav  ([¥]With excel head column) OTxt  OSsgl O Xml
Strain number ¥| OASC ®DESC

-1 (-1 means export all, if you want to export 100, please input 100)

[ Submit ] [R‘eset ] [ return data list ]
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ASAN BOLOGICAL RESCURCE CENTER NETWORK
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and Development
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ABRCN - _—

ASAN BOLOGICAL RESOURCE CENTER NETWORK

About us

Welcome to
Asian Biological Resource Center Network
www.abrcn.net g

Cambodia

Please select a Country :

ABRCN has objectives:
Establish a networl
resource i

parts thereof (e.g. nuc

probes etc.) and as
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CAS S & T Innovation Bases: ‘1+10’

Frontier of
interdisciplinary and

important sciences
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technology technology technology manufacturing & Facilities
new materials
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CAS Cellulosic Ethanol Key Project A

From 2007
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Patents Worldwide from 1984-2006

30

20

20

15

10

Key patents in 23 years:

339




Papers worldwide from 1963-2006

SPAIN @ USA
3% B JAPAN
CHINA OTHER O GERMANY
3% 1% O FRANCE
CANADA B NEW ZEALAND
4% @ AUSTRIA
ENGLAND B ENGLAND
4% O CANADA
AUSTRTA CERIANT TAPAN B CHINA
4% FRANCE o 11% B SPAIN
T O 0THER

NEW ZEALAND
5%

Key papers in 44 years: 489
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Biotechnology

China Information Network of Industrial Biotechnology

A
A

e

Canada announced $146 million Funds for ...

*  California governor launches biobutanol ...

Accelergy Licenses EERC Technology for C...
Ensus unveils biofuel refinery
New Mexico launches new biofuels initiat. ..
Peanut shells, corn stalks: China's alte. ..
New Imagining Technigue Could Lead to Be. ..
Flax and yellow flowers can produce bice. ..
Switchgrass produces biomass efficiently

*  DNA Molecules in Moss Open Door to New B...

more g

Project Introduction

Constructing and screening the metabolic engineering strains of macrolactone antibiotics

Breeding of Microorganisms producing high value secondary metabolites and their fermentation process optimization
» Directed Evolution of lipases
Enzyme engineering for pharmaceutical industry

™
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International Barcode of Life Project
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7viBOL International Barcode of Life Project |

Imagine...

a world in which you can know the name of

5 Years

on the spot | in an instant anywhere on our planet $ 1 5 OM
e = E—

This is the world that iBOL will build 5M Specimens

L e 500K Species

k 86 scientists from 70 institution/universities of 25 countries /
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Global Bio-ID System




IBOL Science Steering Com
Sep 24-25, 2010
~ 1M sequences, 87,033

Toronto CN Tower is barcoded!
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4 central nodes, 9 regional node, 7 country nodes



<«

8 Usemame

8 password

Request a new user account!

Data Portal

55 ) o ST T R ) R

-

LEBOEREDNAZ BRI AR EBRRSTAN

2. REFXFREENADNAX TR RARRT
I.TMEEESEXEH (BOL) HASREEAEHF

4 PRERRAERESZERINNARPIOLTAHENE
5. EBERNNEARED
6.DNAXBEEAREARAFORREHHTE

A\ :
IntroductionofBarcodelProject

™




‘.qmmmummmmmmmmmm

fNERRE G £ W (BOL) IS IRERBH

108148, NERE SRS (BOL )£ (BOL Meeting of China and Canada 7T PEFIESIREMHAT RO . HHER SR
AT AR, MEXAAHSEEIEM R ER < (WSERC) £ Suzanne Fortier, EFBEMZEXAER. BREMTEMartin Godbouts

FIRFA I Alastair Summerles,  ERRE SRR (BOL BERFER. MEXZFEE S AT Paul HebertF—1T6
ABINT ERGD e, SRt sHESEhEARBEEAHER. FENEREGHESEMEAR. EFaiER. spiix

. ERREEASTRr. RrEth Ak FEEER SRS RENHFA. PEERMEERC. EeitEiEmsc,. PERlAFF
BRMMESERER T o, EXfESamitzREE I aEEHE 1 F. EXEARFEsERoEoRFTa T IAEE
HEAEHR T 2.

FE A ETEREROENEAETRETE, FiE 7 PENERNERER. B, EREMEAER Martin
Godboutft [ @14 “ Genome Canada™ MRS, 458 F EEAMEARN MR, BrLERTE: NSERCE{ESuzanne FortedB L
ENEXASRHZEETENRERSHE: MEAEFESSRPal Herbertflt TN “ERFE &SR0T Mifs, HERE &SR
ErtilgE s, YU BartERr L AHE. SUEMES. MEmRRE M FEaE. PENERERE el FiR i T
4 “BOL-FE" fRE, M CATAREEDAERFERERDTE? YR “hERAEFE SRS IR EA TS Y WA
At BRI BOLTEFERISAHARER, +HHI Rk ABOLREREA R AR T FAN 48, BB EE Nz AT
HEMSEARENITIE. PEREEREM R o rexks. DR/LERE A NRSESe A nERE &St
2, PEESFARMAEREAEESTN. SEAEFE TEH M TR, ZNBOLEFENAE. ERTEEXNESIER.

o A RFLBOLIEXMEET 7 ASTTE. AE—E0AA, PEEEMEFHFENER. MHEFRE#ERITER S
HESEEHRNSFIR. WETFADTEER. MEES. fiThE. LEES. sniErsFrteafifmsaar =M

5 F 52 Paul H

1% 171 12 i il ”j!' \ L1} g e tE: 20088F480
e '”f'l ui LEE Al 51 AFEHR. H
'1 || l ll |1'||l i : e T SAR LN
E? 157 i Y |, L ER




Animal Data

Sample Information

Image Details

Sample Storing Information Collection Dretails
Sample 1D KIZ04395 Sample ID KIZ04395
Field ID Collectors O ES L IE
Museum Voucher F
1D Collection 2009.08
Collection Code Date
Institution Storing | b SRR SR Ocean T
Sample Donor EEE Country FE
Donor Email chej@mail kiz.ac.cn State =
City imER
Sector
Exact Site
Latitude
Longitude
Elevation
Displayed in Map
e r‘% i b
A
B
Dawu Yangecun
\ A it
| Zhangans oy U
Lingbei REH
FOWERED S

cun
E=Jii g

GaoMap data ©2010Mapabc - Terms of Uze

Sample ID KI1Z043495
Original Specimen

View Metadata

Caption

Measurement

Measurement Type

Copyright

Copyright Details

Taxonomy

Sample ID KIZ04395
Phylum y= L]
Class [z} ]
Order FEH
Farnily LR
Genus Microhyla
Species

AalEEReE




Project Details
Project Title
Project Code
Project Type
Primary Marker

Secondary
Marker
Project
Description

Project Manager

Sequence Details

Sample 1D
Process 1D
Marker
Primer
Sequence

’ Identify Sequence

X Identifier Email 0
Sample Details

SEAEMIRT - B Sample 1D KIZD4395
KMDWS2010-09-19 Sex
El i Reproduction
C0o1 Life Stage
Extra Info.
MNotes
FER SR ERFEAT &
23
Gl
KIZ04395

krmdws-KIZ04395

641

GTACTGGGTCTCCTCCTCCTGCG GGG TCAAAAAATGTTGTATTTAGGTTGCGGTCAGT TAAAAGTATCGTAATGCCAGCAGCAAG
AACAGGGAGAGATAAAAGAAGAAGTACTGCGGTGATTAAAACAGATCACACARAAGAGAGGTGTTTGATATTGAGTTACAGATGGG
GGETTTTATGTTAATAATGGTAGTAATAAAGTTAATTGCTCCCAGAATTGATGATACTCCGGCTAAATGGAGAGAAAAAATTGTTA
AATCTACGGATGGGUCCGCATGTGCAAGGTTGCCAGCGAGGGGGGGATAAACAGTTCATCCTGTCCCCGCCCCGGCTTCCACGGC
TGATGAGGCTAAAAGTAAAAGGAACGATGGGGGEGAGAAGTCAAAAGCTTATGTTATTTATTCGGGGAAATGCTATGTCTGGGGEC
CCAATTATTAAAGGAACTAGTCAGT TGLCAAAACCCCCAATTATAATTGGCATAACTATGAAGAAAATTATTACAAATGCGTGAG
CAGTAACAATGACGTTATAAATTTGGTCATCTCCAAGAAGAGTACCAGGTTGGCTTAGTTCTGCACGAATTAAGAGACTAAGGGC
AGTGCCCACTATTCCAGCTCAGGCACCAAAAATTAGGTAAAGGGTA

Trace File Information

Mo Trace File Information



Sample Information

Sample Storing Information

Sample ID LDXR117

Field ID

Museum

Voucher ID

Collection Code  LDXR117

Institution RERFREHENA
Storing

Sample Donor TR

Donor Email wangyuhua@mail.kib.ac.cn

Displayed in Map

Lingbei
FOWERED EY AW
Cowg!ﬁur*

it

Zhangwu

Plant Data

Collection Details

Sample ID LDXR117
Collectors FHE ; E8EF; @
£ 258

Collection
Date
Ocean M
Country =E
State Pl
City sl
Sector
Exact Site
Latitude
Longitude
Elevation

) tala

%

&
Dawu Yangcun
E L

Gang
a5 st

Gaoshap data ©2010Mapabc - Terms of Use
|

Image Details

Sample ID LDXR117

Original Specimen

View Metadata

Caption

Measurement

Measurement Type

Copyright

Copyright Details

Taxonomy

Sample ID LDXR117

Phylum

Class

Order

Family Betulaceae

Genus

Species Alnus cremastogyne
Burkill

Identifier =EE



Project Details
Project Title
Project Code
Project Type
Primary Marker
Secondary Marlker
Project Drescription
Project Manager

Sequence Details

Sample ID
Process ID
Marker
Primer
Sequence

’ Identify Sequence ]

Identifier o

Sample Details Identifier o
EEESAT Sample ID LDXR117 Email
kmzws20100920 Sex
it Reproduction
Life Stage
Extra Info.
SERTEAT EaEE MNotes
TR
LDXR117
H-CZD-BCA20-LDXR117-psbA
trnH-psbA
546

AAATAACGTAATGCTCATAATTTCCCTCTAGACTTAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACTTCGGTTTTAGTA
TATATGAGTTATTGAAAATAAAGGAGCAATAATCAACTTCTTGTTCTCTCAAGAGGATTGCTATTGCTCCTTTATTAGCCCTTTA
ATTACTATTATTTAATTACTATTAATTAATTACTATTTAGTTGTCTTTTACTTACATAAGTTTTTTGATTTCTTTACTTTAACAT
ACAAAAAAGTATTTGAGTATCCTATTTTCGT TATGTAGTAATTTTTTTTATATGTTCTTATCGGTTTTTTGTGAAGTTTTTATTT
ATTATTCTCTATTTATTATTCTCT T T T T T TAT TTGAAAATTATT TCAAAATTAAAAGATAAAGGTTTCAATTTCTTTTATGTCTC
TTGTATCTTAGAAGAAAGGTAAACATTAGGAATGGTAGAGATGAAATCTCCATGTAATTTGTACTACATGGAGTATAGGGGECGGA
TETAGCCAAGTGGATCAAGGCAGTGGATTGTGAATC

Trace File Information



Sequence Details

Sample ID LDXR117

Process ID H-CZD-BCA20-LDXR117-psbA

Marker trnH-psbA

Primer 546

Sequence AAATAACGTAATGCTCATAATT T CCCTCTAGACT TAGCTGCTGTCGAAGCTCCATCTACAAATGGATAAGACTTCGGTTTTAGTA

’ Identify Sequence l TATATGAGTTATTGAAAATAAAGGAGCAATAATCAACTTCTTGTTCTCTCAAGAGGATTGCTATTGCTCCTTTATTAGCCCTTTA

ATTACTATTATTTAATTACTATTAATTAATTACTATTTAGTTGTC ACTTACATAAGT GATTTCTTTACTTTAACAT

ACAAAAAAGTATTTGAGTATCCTATTTTCGTTATGTAGTAATTTTTTTTATATGTTCTTATCGGTTTTTTGTGAAGTTTTTATTT
ATTATTCTCTAT T TATTATTCTCTTT T T T TAT T TGAAAATTATT TCAAAATTAAAAGATAAAGGTTTCAATTTCTTTTATGTCTC
TTGTATCTTAGAAGAAAGGTAAACATTAGGAATGGTAGAGATGAAATCTCCATGTAATTTGTACTACATGGAGTATAGGGGCGGA
TETAGCCAAGTGGATCAAGGCAGTGGATTGTGAATC

Trace File Information

AGCA CEGEAAAGT G AGCA TE%AC ChTGC AB%CTCC.&.TCTA&IAAAT GGATA%GACTTCG GTE'I'DTTA GTATAT{‘

e

T

4

Sample ICn LDXR117

Score File:

PCR Primers FWD:

Marker:

&é‘@&“@wﬂ“e&“mﬁt o

i

Process ID: H-CZD-BCAZ20-
LDXR117-psbA

Primers FWL:

PCR Primers

REV:

Trace File: H-CZD-BCAZ20-
LDXR117-psbA.abl

Primers REV:
Read Direction:




Fungi Data

FEEmR RIS EEERS

o HAER Chinese Version
Sample Information
Sample Storing Information Collection Details Image Details
Sample ID guoldecm0212 Sample ID guoldecm0212
Field ID Guo-212 Collectors =iz . 2EE . B
Museum Voucher 260759 B
ID Collection 19/08/2009
Collection Code 9-8-19-23 Date
Institution Storing FERFERNEFRFAES Ocean fEis
e Country =E
Sample Donor =z State #mL
Donor Email gaoc@im.ac.cn City &Ml
Sector FHeE
Exact Site == (0]
Latitude 29
Longitude 118
Elevation 500-800
Sample ID guoldecm0212
Displayed in Map Original yes




FOWERED EY

Coog,

Project Details
Project Title
Project Code
Project Type
Primary Marker

Secondary
Marleer
Project
Description

Project Manager

Sequence Details

Sample 1D
Process 1D
Marker
Primer

Sequence

’ Identify Sequence

Gang Identifier ==

Zhangwu

fmit Shoucun .
Lingbe| BE Identifier 0
| Email
Geus._'l‘lalp- Hata 82010 Wapabe - Termz of Use
Sample Details
HEMAT-SMEERER Sample ID guoldecmD211
GUOLD-ECM Sex
BEE Reproduction
ITS Life Stage
Mone Extra Info.
Motes
R ER RIS TR SMEETR
£EE
FHEE

guoldecm0211
guolll
ITS

TTGTGCACGCCTGAGCGCGTCCTCTCACATAACATCCATCTCACCCTTTTGTGCACCACCGCGTGGGCACCCTTITGGGATCGAAC
COATCCGGGAGGGEGECTTGCGTTTTCACACAAACCCCTTTTAAAAAAAGTGTAGAATGTCCCCATTTTGCGATGACACGCAATCA
ATACAACTTTCAACAACGGATCTCTTGGCTCTCGCATCGATGAAGAACGCAGCGAAATGCGATACGTAATGTGAATTGCAGAATT
CAGTGAATCATCGAATCTTTGAACGCACCTTGCGCCCCTTGGTATTCCGAGGGGCACACCCGTTTGAGTGTCGTGAAAATCTCAA
CCTTCTCGGTTTTCTTCTGGACACTGAAGGAGGCTTGGACTTTGGAGGCCTTTGCTGGCATCTCTCTCTTTTTGAGAGCCAGCTC
CTCTT



L e L L R LU

Sequence Details

Sample ID guoldecm0211

Process ID guolll

Marker ITS

Primer

Sequence TTETGCACGCCTGAGCGCGTCCTCT CACATAACATCCATCTCACCCTTTTGTGCACCACCGLGTGEGCACCCTTTGGGATCGAAC

’ Identify Sequence COATCCGGGAGGGGGCTTGCGTTTTCACACAAACCCCTTTTAAAAAAAGTGTAGAATGTCCCCATTTTGCGATGACACGCAATCA
ATACAACTTTCAACAACGGATCTCTTGGCTCTCGCATCGATGAAGAACGCAGCGAAATGLGATACGTAATGTGAATTGCAGAATT
CAGTGAATCATCGAATCTTTGAACGCACCTTGCGCCCCTTGGTATTCCGAGGGGCACACCCATTTGAGTGTCGTGAAAATCTCAA
CCTTCTCGGTTTTCTTCTGGACACTGAAGGAGGCTTGGACTTTGGAGGCCTTTGCTGGCATCTCTCTCTTTTTGAGAGCCAGCTC
CTCTT

Trace File Information

SATTTCG TC{% MTGTGT GAE%GC GTTGCGGS%G GCTGTOC GCJDGACTTTTAAS'EGCAAAAGTTE%T GCAC G

4 3

Sample 1D guoldecm0211 Process IDn guoll Trace File: 211.abl

Score File: Primers FWD: ITS1F Primers REV: ITS4

PCR Primers PWD: ITS1F PCR Primers Read Direction:  Forward
REW:

Marker:




Ddnpa Global Mirror System of
il DNA Barcode Data

www.boldmirror.net

Home Browse Search Identification Taxonomy Statistics Contact

Statistics

Barcode Records 284143
Nt;mbAe;'ofAs>pecAi¢>es o 49660
Numberof countries 199
vaxmbé;'ofrlr‘lstittru‘tionrs‘ - 336
| | | | rdaibg ﬁ@aies
Introduction

The Global Mirror System of DNA
Barcode Data (GMS-DBD) is
designed as a web-based system to
distribute DNA barcode data
generated by the International
Barcode of Life (iBOL) project. iBOL
is the largest biediversity genomics
initiative ever undertaken, and aiming
to produce DNA barcode records
from S million specimen of S00K

The Global Mirror System of DNA Barcode Data is developed by the Network Information
Center, Institute of Microbiology, Chinese Academy of Sciences. This project was started
from April, 2010.

species in S years.
more

Links v _| QuickSearch
International Barcode of Life /II U Wl‘ .

Lepidoptera Barcode of Life - R —
Fish Barcode of Life : The Global Mirror System of DNA Barcode Data (GMS-DBD) is designed as a web-based

system to distribute DNA barcode data generated by the International Barcode of Life
(iBOL) project.

All Birds Barcoding Initiative

more



[} Giobal Mirror System of DNA Barcode Data

www.boldmirror.net
Home Browse Search Identification Taxonomy Statistics Contact

| pate | NewRecords | Updated Records
0

14-Sep-2010 2764 2764
13-Sep-2010 0 0 0
11-Sep-2010 709 0 709
12-Sep-2010 0 0 0
10-Sep-2010 170 0 170
09-Sep-2010 43 0 43
08-5ep-2010 760 0 760
07-Sep-2010 29 0 29
06-Sep-2010 0 0 0
05-Sep-2010 0 0 0
04-Sep-2010 370 0 370
03-5ep-2010 3700 0 3700
02-Sep-2010 468 0 48
01-Sep-2010 120 0 120
31-Aug-2010 126 0 126
30-Aug-2010 7 0 7
29-Aug-2010 0 0 0
28-Aug-2010 82 0 82

27-Aug-2010 121 0 121



Number of Instittutions 336

Introduction

Schweiz liegtin Westeuropa.
Weagen ihrer zentralen Lage ist das
Land ein Schnittpunkt
unterschiedlicher Kulturen und
gleichzeitig Kommunikations- und
Transporizentrum.

more

Events

International Barcode of Life
Lepidoptera Barcode of Life
Fish Barcode of Life
All Birds Barcoding Initiative
more

Schweiz liegtin Westeuropa. Wegen ihrer zentralen Lage ist das Land ein Schnittpunkt
unterschiedlicher Kulturen und gleichzeitig Kommunikations- und Transporizentrum.

[ SR

AN =

QuickSearch 1 ,
Wi ey

Schweiz liegtin Westeuropa. Wegen ihrer zentralen Lage ist das Land ein Schnittpunkt
unterschiedlicher Kulturen und gleichzeitig Kommunikations- und Transporizentrum.



B} Global Mirror System of DNA Barcode Data

www.boldmirror.net

Browse Search Identification Taxonomy Statistics Documents

Mumber of results : 1539

Marker
Sample ID Sequence ID Species Institution Storing Country
Code
Marine Biodiversity Collection of South
1 FSCS 74--1 FSC5199-06 Abudefduf septemifasciatus ,ty COI-5P China more
China Sea
Marine Biodiversity Collection of South
2 FSCS 32-W-1 FSC5078-06 Acanthopagrus berda ,ty COI-5P China more
China Sea
SCSIO- Marine Biodiversity Collection of South
3 , FSCS5362-07 Acanthopagrus latus ,tjr COI-5P China more
Fish-Z711030 China Sea
SCSI0- Marine Biodiversity Collection of South
4 , FSCS361-07 Acanthopagrus latus ,tjr COI-3P China more
Fish-Z711029 China Sea
SCSI0- Marine Biodiversity Collection of South
3 , FSCS371-07 Acanthopagrus latus ,tjr China more
Fish-Z711071 China Sea
SICSIO- Marine Biodiversity Collection of South
B , FSCS367-07 Acanthopagrus latus ,tjr COI-3P China more
Fish-Z711067 China Sea
SCSIO- Marine Biodiversity Collection of South
7 , FSCS5783-08 Acanthopagrus latus ,tjr COI-5P China more
Fish-Z711400 China Sea
SCSIO- Marine Biodiversity Collection of South
8 , FSCS5360-07 Acanthopagrus latus ,t'l'r COI-5P China more
Fish-Z711028 China Sea
SCSIO- Marine Biodiversity Collection of South
g9 , FSCS5782-08 Acanthopagrus latus ,ty COI-5P China more
Fish-Z711399 China Sea
SCSIO- Marine Biodiversity Collection of South
10[C] FSCS366-07 Acanthopagrus latus &l China more

Fish-Z711066

China Sea



Browse Search Identification Taxonomy Statistics Documents

Specimen Information

Sample Storage Taxonomy
Sample IC: MWIX932 Phylum: Chordata
Catalog Number: ECOCH Class: Actinopterygii
Voucher Type: Order: Perciformes
Voucher Description: Farmily: Scombridae
Institution Storing: El Colegio de la Frontera Sur, Genus: Acanthocybium
SIS Species: Acanthocybium solandri
Identification Provided by: Martha Valdez
Sample Collection Specimen Details
Ocean: Sex:
Country: Mexico Life Stage: A
State: Quintana Roo Reproduction: 5
Region: Motes: Sport fish, not vouchered
Exact Site: Cozumel
Latitude: 20.416
Longitude: -86.804

Coordinate:

Collectors: Martha Valdez, Manuel Elias
Collectiondate: 2007-05-12
Sequence Details
Sequence
2731702
1D

Marker



VOUCAET LREsCrTpoTor.

Institution Storing:

Famiys  SCOmoraas

El Colegio de la Frontera Sur, Genus: Acanthocybium

Chetumal Species: Acanthocybium solandri

Identification Provided by: Martha Valdez

Sample Collection

Ocean:
Country:
State:
Region:
Exact Site:
Latitude:
Longitude:
Coordinate:

Collectors:

Collectiondate:

Sequence Details
Sequence
2731702
I
Marker
COI-3P
Code:
Residues: 652
A 156
G: 121
C: 190
T: 185

Ambiguous: 0

Specimen Details

Sex
Mexico Life Stage: A
Quintana Roo Reproduction: 5
Motes: Sport fish, not vouchered
Cozumel
20416
-86.204

Martha Valdez, Manuel Elias

2007-05-12

CCTCTATCTAGT AT T TG T RCAT GAGCT GET AT AGT TRECACAGCCT TALGCCTRCTCAT CORRAGCTGAGCTARGCCAACCAGET
GO T T I oA ARG T CT A R A T T A T TG TACGECTCAC GO T TG T AL TAR TTTTCTTTATAGTARTGOCARTTA
TeATTGEAGGT T TG A CTGACTCAT COCTCTARTGAT TGGAGCCCCAGACATAGCATTCCOCCCGARTAR RCRACATRAGCTT
CIGACTCTTACCT T TCATTCCTICTRCT CCTAGCCT CTICTGGGGT CGRAGCT GG TGOCGGARCTGEAT GARCAGTATACCCC
CCTCTORCCGETARCCTAGCCCACGCTEEAGCGTCAGT TGACTTARCCATTTTCTCOCTRCACT TAGCAGGTGTTTCCTCARTCC
ToGEEECA T TR T T A T T AR A A TTA T TA R TAT G A A OO CGCAGCTATTTCT CAGTACCAGROGCCCCTATTTGTATGAGT
CETCCT AR T TAC TGO O T TCTACTTCTACT T TCACTACCAGTCCT TGO CGCCGECAT TACA R TRCTTCTTACGGACCGARARCCTA
A TACRRCCTTTTTOGACCOCGCAGGAGGAGETGRACCCARTCCTTTACCARCADCTA



T 185 CETCCT A T T T GC eI TCT AT TCTACT T TCACTACCAGT CCTTGCCGCCEECAT TACARTGCTTCTTACGRACCGARACCTA
AR TACRRCCTTTTTOGACCCOGCAGEAGEAGET GACCCARTCCTTTACCARCACCTA
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Browse Search Identification Taxonomy Statistics Documents

The BOLD Identification System (ID5) for COI accepts sequences from the 5' region of the mitochondrial Cytochrome ¢ oxidase subunit I gene and

returns a species-level identification when one is possible. Further validation with independent genetic markers will be desirable in some forensic

applications.

CCTCTATCTAGTATTTGGTGCATGAGCTGGTATAGTTGGCACAGCCTTAAGCCTGCTCATCCGAGCTGAGCTAAGCCAACCAGGTGCCCTTCTTGGG
GACGACCAGATCTACAATGTAATTGTTACGGCTCACGCCTTCGTAATAATTTTCTTTATAGTAATGCCAATTATGATTGGAGGTTTCGGAAACTGACTC
AT T TAATGAT TG GAGCCCCAGACATAGCATTCCCCCGAATAAACAACATGAGCTTCTGACTCTTACCTCCTTCATTCCTTCTGCTCCTAGCCTCT
TCTGGEGGETCGAAGCTGETGCCGGAACTGGATGAACAGTATACCCCCCTCTCGCCGGTAACCTAGCCCACGCTGGAGCGTCAGTTGACTTAACCATT
TTCTCCCTGCACCTAGCAGGTGTTTCCTCAATCCTCG GGG CAAT TAACT TCATTACAACAATTATTAATATGAAACCCGCAGCTATTTCTCAGTACCALG
ACGCCCCTATTTGTATGAGCCGTCCTAATTACTGCCGTTCTACTTCTACT T TCACTACCAGTCCTTGCCGCCGGCATTACAATGCTTCTTACGGACCGA
AACTTAAATACAACCTTTTTCGACCCCGCAGGAGGAGGTGACCCAATCCTTTACCAACACCTA
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Sequences producing significant aligrments: (bit=) Value

1112289 COI-5P Abida Abida atteruata 1076 0.0

1112288 COI-5P Abida Abida atteruata 873 0.0

1112213 COI-5P Abida Abida =secale 761 0.0

1112266 COI-5P Abida Abida secale 644 0.0

1112267 COI-5P Abida Abida secale 640 0.0

1112265 COI-5P Abida Abida secale 628 e-170
1112240 COI-5FP Abida Abida =secale 628 e-170
1112271 COI-5P Abida Abida =secale 628 e-170
1112270 COI-5P Abida Abida =secale 620 e-17T
1112272 COI-5P Abida Abida =secale 620 e-17T
1112269 COI-5P Abida Abida secale 620 e-17T
1112243 COI-5P Abida Abida =secale 620 e-17T
1112261 COI-5P Abida Abida =secale 620 e-17T
1112186 COI-5FP Abida Abida =secale 609 e-173
1112193 COI-5P Abida Abida secale 609 e-173
1112241 COI-5P Abida Abida =secale 605 e-172
1112269 COI-5P Abida Abida =secale 605 e-172
1112187 COI-5P Abida Abida =secale 601 e-1T1
1112279 COI-5P Abida Abida =secale 601 e-1T1
1112191 COI-5P Abida Abida =secale 597 e-170
1112242 COI-5P Abida Abida =secale 597 e-170
1112247 COI-5P Abida Abida secale 597 e-170
1112268 COI-5P Abida Abida =secale 597 e-170
1112227 COI-5P Abida Abida =secale 597 e-170
1112197 COI-5P Abida Abida secale 597 e-170
1112248 COI-5P Abida Abida =secale 597 e-170
1112278 COI-5P Abida Abida secale 503 e-168
1112223 COI-5P Abida Abida =secale 589 e-1aT
1112185 COI-5P Abida Abida =secale 581  e-165
1112233 COI-5P Abida Abida =secale 573  e-182
1112235 COI-5P Abida Abida =secale 573  e-182
1112287 COI-5P Abida Abida atteruata 573  e-182
1112214 COI-5P Abida Abida =secale 583 e-141
1112228 COI-5P Abida Abida =secale 585 e-1d0
1112267 COI-5P Abida Abida =secale 585 e-1d0
1112195 COI-5P Abida Abida secale 585 e-1d0
1112212 COI-5P Abida Abida =secale 56T e-158
1112244 COI-5P Abida Abida =secale 56T e-158
1112265 COI-5P Abida Abida =secale 583 e-154
1112234 COI-5P Abida Abida =secale 549  e-155

1112236 COI-5P Abida Abida =secale 540  e-15A
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